Primers sequences (supplementary data material). 

	Name 
	Forward sequence
	Reverse sequence
	Product size (bp)
	Annealing temperature
	Citation

	fimH
	TGCAGAACGGATAAGCCGTGG 
	GCAGTCACCTGCCCTCCGGTA
	508
	63oC
	(Johnson and Stell, 2000)

	iha
	CTGGCGGAGGCTCTGAGATCA
	TCCTTAAGCTCCCGCGGCTGA
	827
	63oC
	(Johnson et al., 2000)

	iucC
	AAACCTGGCTTACGCAACTGT
	ACCCGTCTGCAAATCATGGAT
	269
	55oC
	(Johnson and Stell, 2000)

	iroN
	AAGTCAAAGCAGGGGTTGCCCG
	GACGCCGACATTAAGACGCAG
	665
	63oC
	(Johnson et al., 2000)

	iutA
	GGCTGGACATCATGGGAACTGG
	CGTCGGGAACGGGTAGAATCG
	300
	63oC
	(Johnson and Stell, 2000)

	fyuA
	TGATTAACCCCGCGACGGGAA
	CGCAGTAGGCACGATGTTGTA
	880
	63oC
	(Johnson and Stell, 2000)

	fhuA
	AGACACTATCACCGTTACCGCTG
	GCCGCGAATGATCAGGTGGTC
	265
	64oC
	(Ons et al., 2007)

	fecA
	AGGTTAATATCGCACCGGGATCG
	ATGGCATCCATGTTGCCGAGC
	565
	68oC
	(Ons et al., 2007)

	ibeA
	AGGCAGGTGTGCGCCGCGTAC
	TGGTGCTCCGGCAAACCATGC
	170
	63oC
	(Johnson and Stell, 2000)

	neuC
	AGGTGAAAAGCCTGGTAGTGTG
	GGTGGTACATTCCGGGATGTC
	675
	61oC
	(Zapata et al., 1992)

	rmpA
	ACTGGGCTACCTCTGCTTCA
	CTTGCATGAGCCATCTTTCA
	535
	46oC
	(Brisse et al., 2009)

	magA
	GGTGCTCTTTACATCATTGC 
	GCAATGGCCATTTGCGTTAG
	1280
	50oC
	(Fang et al., 2004)

	wabG
	CGGACTGGCAGATCCATATC 
	ACCATCGGCCATTTGATAGA
	683
	53oC
	(Brisse et al., 2009)

	Uge
	GATCATCCGGTCTCCCTGTA
	TCTTCACGCCTTCCTTCACT
	534
	53oC
	(Regue et al., 2004)

	Kfu
	GAAGTGACGCTGTTTCTGGC
	TTTCGTGTGGCCAGTGACTC
	797
	55oC
	(Ma et al., 2005)

	K1
	GGTGCTCTTTACATCATTGC
	GCAATGGCCATTTGCGTTAG
	1283
	58oC
	(Fang et al., 2004)

	K2
	GACCCGATATTCATACTTGACAGAG
	CCTGAAGTAAAATCGTAAATAGATGGC
	641
	58oC
	(Turton et al., 2008)
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